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The question
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Network-based approach
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Why?

Q
o

O =

= £

o

@ =

o

S

o

o

©

©

(),

)

©

<

4

-

S 2

= o

e —

D o

Z £
o
_I

>
&)
q8]
.
o
O
(&)
qe)
(&)
=
0p)
O
c
(@))
O
—
o

understanding




Requirements analysis
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How?

Network-based approaches
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Where from?

Hypothesis-driven and domain-specific



lllllllllllllllll
!!!!!!!!!!!!

Luxembourg Acute Myocardial
Infarction Registry (LUCKY)



Examples

Network-based approaches
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Approach example 1

Linking network structure and phenotype classification
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Approach example 1 (cont.)

Linking network structure and phenotype classification
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Gene expression of hlgh-trafflc nodes can predict clinical outcome

Published in BMC Systems Biology 2010
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Approach example 2

Gene sets and pathways as putative biomarkers
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Approach example 2 (cont.)
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Published in PLoS ONE 2010



Conclusions
Molecular networks can
guide biomarker discovery
Networks can be used
as biomarkers
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