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The Centre de Recherche Public de la Santé (Public

Research Centre for Health) is a public institution for

fundamental, applied, clinical and industrial

research in the domain of health care and public

health.

• 250 collaborators in 2008

• More than 100 ongoing research projects

Overview of CRP-Santé
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• Department of Immunology

– Laboratory of Immunology

• Department of Virology, Allergology and Immunity

– Laboratory of Plant Molecular Biology

– Laboratory of Retrovirology

– Laboratory of Immunogenetics and Allergology

– Laboratory of Toxicology 

• Department of Oncology

– Laboratory of Experimental Hemato-Oncology

– Microarray Center

– Laboratory of Molecular Pathology

– Norlux Neuro-Oncology Laboratory

Research Departements
at CRP-Santé

– Departement of Cardiovascular Diseases

• Laboratory of Cardiovascular 
Research

– Departement of Public Health

• Centre for Health Studies

• Laboratory of Psychiatry

• Food safety

– Departement of Clinical and 
Epidemiological Investigation

• Center created September 2008
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• High throughput proteomics analysis of tumors 
(quantitative MS, iTRAQ based and label free)
• Bioinformatics Analysis: GPS (Applied Biosystems), MS 

Excel, J-Express (coll. K. Petersen, Bergen) 
• Pathway analysis: Ingenuity, freeware (GO, KEGG, 

FatiGO, J-Builder…)

collaborations: K. Petersen (Bergen), C. Jimenez (Amsterdam), 
Microarray Center (CRP-Santé)

Norlux Neuro-Oncology 

• In vivo imaging of brain tumors in small animals using 
MRI and optical imaging

• Bruker Pharmascan 7T, IVIS Lumina (Xenogen Caliper LS)

collaboration: Frits Thorsen (Bergen) 
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Microarray Center

whole genome, exon arrayswhole genome, exon arrays home made MAshome made MAs

HybridizationHybridization

ImageImage

Data miningData mining

Data analysisData analysis

CADO4MI

Experimental design

GenePix
MAIA

Partek
Acuity

R-Bioconductor
Excel (SAM – PAM)

Ingenuity
GO tools

GSEA

Public
Blast

LIMS

EMBOSS

SRS

Genome browser

Server
SUN Solaris

Data storageData storage BASE
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Laboratory of
Cardiovascular Research

Translational research

• Prognostic biomarker discovery

• e.g. prediction of clinical outcome after 
myocardial infarction

• Key projects:

LUCKY (Biosignatures of whole blood cells to predict the 
occurrence of heart failure after myocardial 
infarction)

CRISTAL (Study of the relation between activation of 
inflammation in brain-dead organ donors and graft 
quality)

CASHMERE  (Effects of atorvastatin on extracellular 
matrix turnover and the biology of circulating 
leukocytes)

SAGHEN  (Use of whole-genome expression profiles of 
blood cells to predict the occurrence of a vasospasm 
after subarachnoid haemorrhage)

NORTH POLE  (Biosignature to predict outcome after 
hypothermia for patients surviving cardiac arrest)

Integrative bioinformatics

• “Omic” data (e.g. gene expression, SNPs) 
and clinical information analysis 

• Machine and statistical learning

• Integration of quantitative and qualitative 
classification models

• Integration of hypothesis- and discovery-
driven research approaches

• e.g. Combination of gene expression, 
protein-protein interaction networks, and 
transcriptional regulatory networks for 
biomarker discovery and clinical outcome 
prediction

Bioinformatics team:

Francisco Azuaje, PhD

Celine Yvorra, MSc
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Department of 

Immunology 
Virology
• Study of antigens, cells and cellular mechanisms interfering with immune responses to 

viruses, environmental factors and vaccines
• Immunology and virulence of viruses, genetic diversity 
• Vaccine immunology
• Surveillance of viral infections
 Phylogeny, Sequence alignment: ClustalW, MEGA3, Seqscape, Bioedit
 Gene Databases:  Genbank (Genome, Taxonomy)

Psychoimmunobiology
• Interactions between the immune system and neuro-endocrine system
• Cytokines in neuropsychological disorders
 VectorNTI, Haploview, Pymol, R
 Transcription Factor Databases: Transfac, DBTSS

Proteomics & Imaging
• Platform acting as support for various projects. Development of new methodologies. 

Platform centric projects in virology (Protein characterisation and PTM identification).
 Protein identification by spectrogram analysis using FlexAnalysis  Biotools (peak list 

generation)  Mascot DB (Swissprot, NCBI nr, MSDB)
 Image processing using NIH ImageJ, SVI Huygens Deconvolution Software and in-house 

developments.
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• LIMS development (HIV-1/2, HCV & HBV; routine, 
patient, virology and statistical modules; PostgreSQL 
database management system, PHP frontend running on 
Apache under Linux operating system)

• Epidemiology (HIV & HCV; R – software environment for 
statistical computing)

• Phylogenetics (Paup, RAxML, Beast, ...)

• Software development (Sequence editing software for 
the ART-A project, Java)

• Development of a new subtyping approach (PPM 
based)

• Recombination analysis on HCV (beginning next year)  

Retrovirology 

Laboratory 
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http://crp-sante.lu 

http://crp-sante.lu/


09/30/08 10

http://lucilinx.lu
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• Diversity of expertise and interests in 
bioinformatics is available at CRP-Santé

• Emphasis is placed on the development 
of methods and applications for different 
areas of translational biomedical research

Conclusion 


